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Tags: just like hashtags in

OMERO has only a
y Twitter or Instagram

two level hierarchy.
But you can use tags

I'll think about how to
organize my data later

metadata?

You can use annotations
to add metadata
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® TiM: Trends in Microscopy

5 days of workshop (3 x 3 hours workshop per day) in March 2023
~200 participants

m September / October 2022: project to have an OMERO server @ TiM
deploy my first OMERO

deploy OMERO on a HIVE (CentOS 7 VM in Windows Hyper-V)

m |t works! (with the help of Petr and his ansible playbooks)
installation of the OME training server (same data and database, plugins)



B Our IT infrastructure:

* Olaf Selchow designed and
installed the TiM IT infrastructure

* powerful TiM2023 network with 3 Acuifer
HIVE's for data storage and management

* ...between all instruments in all buildings

* Tom Boissonnet installed for the
first time OMERO on a HIVE

Thanks a lot to Acquifer for supporting and sponsoring the TiM IT infrastructure!
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* participant:
* have a look to OMERO
* browse the image data
e« participate in data management

(
v

* |3D:bio data steward team:

* workshop provider:  collect metadata information
* acquiring data sets collaborate * import of data to OMERO
* upload of data to HIVE r 4 * annotate according to
e structuring and naming of folder information from WS providers



B The I3D:bio team is here to help you! hhu
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m [3D:bio corner
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Tags: just like hashtags in

OMERO h I
‘W2 Twitter or Instagram

two level hierarchy.
But'you can use tags

I'll think about how to
organize my data later

metadata?

You can use annotations
to'add metadata

Why | stop saying that:



https://youtu.be/BNZKMiuK7kg?feature=shared
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WS_03_INFRA-FLUCS_Rapp_Schroth-
Diez

Project ID: 2704

Owner: Gert Rapp Showall v

Project Details

FLUCS (Focused Light-Induced Cytoplasmatic
Streaming)— a new method for non-invasive
induction of intracellular flow to investigate physical
principles of cell organisation

"Micrescopic flows and the associated transport of
biological components inside cells play an important
role in the development and homeostasis of living
cells_ A longstanding question is how molecules
suddenly self-organise into spatial structures like
e.g. biological cells. Until recently it was not possible
to generate such active flows inside biological cells
in a controlled manner. With FLUCS —a method
developed by the Kreysing lab, see references — it is
possible to investigate physical principles of cell
organization. The technique utilizes the thermo-
viscous effect which arises from local heating of
viscous samples by absorption of infrared light from
a laser that is directedly scanned over the sample.
The local heating causes a slight thermal expansion
and a local change in viscosity.

FLUCS comprises the following features: It is.
localised, directed, dynamic, physically tractable,
physiological and strictly non-invasive (Kreysing
2019). The temperature amplitudes required are
usually in the range of 1-3K. Using FLUCS, it has
been demonstrated that cytoplasmic flows drive
partitioning-defective protein (PAR) polarization in

C. elegans zygotes, and that cortical flows are
sufficient to transport PAR domains and invert PAR

(2]
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D TiM2023 OMERO is ready to take metadata! hhu
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General

Zoom

Arabidopsis

Tag ID: 153637
Owner:  Tom Boissonnet

Arabidopsis thaliana

[~

http://purl.obolibrary.org/obo/NCBITaxon_3702

Oowner:
Creation Date:
Image Count:

Tom Boissonnet
2023-03-08 15:04:17
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B Annotating datasets with REMBI
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1ags U

Key-Value Pairs 0

Added on Project WS_05_LS-FLAMIN_Huisken_Weber

Study type
Study ontology

Study description

Authors
License
Copyright owner

Added on Dataset Session1_1_Starfish_OME
study component description

biological entity

biological entity term accession number

biological entity term accession number source REF
organism

organism term accession number

organism term accession number source REF
genotype

imaging method name

imaging method term accession number

imaging method term accession number source REF

Tables 0

Attachments 0

Comments 0

SPIM imaging of starfish larvae and zebrafish embryos

Demonstration of whole embry light-sheet flucrescence
microscopy using a T-SPIM Flamingo light-sheet microscopy

Michael Weber, Jan Huisken, NN

T-SPIM configuration Flamingo light-sheet microscopy using
Toptica lasers (max 4 lines) t0 image a fixed sample starfish larvae

larval
http://purl.obolibrary.org/obo/PATO_0001185
Phenotype And Trait Ontology

starfish

hitp://snomed. info/id/39557006

SNOMED CT (International Edition)

WT

light-sheet illumination
hitp://purl.obolibrary.org/obo/FBbi 00000364
Biological Imaging Methods Ontology
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®m 14 of 32 workshops provided data sets
®m 50 datasets; 29 with REMBI metadata
m 71 people accessed OMERO

B Integrated in some workshops
High content screening data analysis with CellProfiler (with Jupter notebook)
Brain slice registration workshop, BIOP ABBA
OMERO workshop of Petr on that server

m Testing data from new equipments



https://omero-tim.gerbi-gmb.de/webclient/
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B Too restrictive permission on HIVE's fileshares (for in-place imports)
difficulties to connect to the HIVE
authorized persons (workshop providers) different from those who login (company staff)
Names of folders "to_import" and "imported" is confusing

B Misconfiguration of the server
File descriptor limit too low (rapidly corrected with help of Petr & Josh)

50 GB of space in the VM

® Under advertised data management experience
addition to the TiM, instead of being an integral part of it



B Access to OME training server

® ELMI in June 2023: workshop on REMBI annotation in OMERO

®m |2K in October 2023: OMERO .figure workshop

®m Collaboration with Petr to access the OME training server
server with pre-installed plugins and data
accounts for the workshop participants

hhu
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® Deployed end of April, planned usage by the NFDI data stewards:

29th - 30th April Online
13th - 14th May Heidelberg
28th of May Dresden
31st of May Leipzig

5th of June Liverpool
27th - 28th of June Munster

B [earning activity: Treasure hunt
OMERO group where trainees must find a hidden treasure.
Following clues hidden in annotation, they have a goal to explore OMERO.web interface
ratings, comments, key-value pairs, tags, descriptions, ROIs, plates, tagsearch

participant-a dresden_ws-2024

-y hhude


https://omero-training.gerbi-gmb.de/

D (3D:bio training material

I3D:bio's OMERO training material: Re-usable, adjustable, multi-

purpose slides for local user training

Schmidt, Christian® 2 (3); Bortolomeazzi, Michele! 3 (®; Boissonnet, Tom* > ):
Fortmann-Grote, Carsten® ®; Dohle, Julia’; Zentis, Peter®® @: Kandpal, Niraj®° @®;
Kunis, Susanne’ (®; Zobel, Thomas'? ®); Weidtkamp-Peters, Stefanie*

Ferrando-May, Elisa™ 2

@)  13D:bio's OMERO Training Videos: 00 - Outline

Content outline 1 RDM4mic - 192 vues - il y a 6 mois

13D:blo’s OMERO training material: Re.usable,
adjustable, multi-purpose siides for local user training

13D:bio's OMERO Training Videos: 01 - What is OMERO?

RDM4mic - 180 vues - il y a 6 mois

13D:bio’s OMERO Training Videos
2023: Research Data Manageme...

13D:bio's OMERO Training Videos: 02 - Connect to OMERO

== | RDM4mic * 122 vues * il y a 6 mois

RDM4mic
14vidéos 1172 vues Demiére modification le 7 déc...

hhu
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® Center for Advanced imaging
Stefanie Weidtkamp-Peters ® |3D:bio
Susanne Klichowski Christian Schmidt
Sebastian Hansch Susanne Kunis
Miriam Baumers Julia Dohle
Anna Hamacher Elisa Ferrando-May
Jessica Hausmann Roland Nitschke
Steffen Kohler

Sarah Loeck

Tobias Wernet

Manuel Anlauf o Many more
German Biolmaging
NFDI4BIOIMAGE
OME team

Vanessa Fuchs
Ksenia Kroof3
Katharina Schmitz
Tehmina Enayat
Fiona Heimes
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