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BDML - Biological Dynamics Markup Language

(Kyoda et al., Bioinformatics, 2015)
 Unified format for spatial temporal information in XML
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BD5 is a binary format =~ =eiasin

based on HDF5 =M@
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 Hierarchical data structure allowing faster more
efficient random access to data

g
; scaleUnit 0 male pronucleus
B 7
S 1 microtubule
UETEQQPef
4

featu

o)

ID t entity X y z radius

NOO1 0 sphere 189 251 17.2 3.96

ofe ID t entity sID X y z
__— time series N002 | 0 | line 0 387 153 16.6
) N002 | 0 | line 0 388 154 16.7
N002 | 0 | line 1 365 245 15.0
_~. trackInfo J,\ N002 [ 0 | line 1 364 246 15.3

(Kyoda et al., Bioinformatics, submitted)
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Current issues <t W@
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* Meta data are separated - for image / numerical data
* No search for both data in current implementation
* More integration with OMERO?

* \Web security audits

* Frequent update of OMERO has impact on the
integration of our system.

* Understanding more about OMERO's update
cycles.
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