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Cell migration is involved in many processes 4
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Cell migration is involved in many processes
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Cells are able to move following many and 4
diverse strategies
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Many study models are used to elucidate 4
the complex mechanisms behind cell
movement
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An imaging-based cell migration 4
experimental workflow has diverse steps
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These steps produce rich data sets
represented in various file formats

sample image image data
preparation acquisition processing analysis
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Breaking down technical barriers means 4
facilitating data sharing
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Data sharing in turn means more analytical 4

possibilities
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The first step towards data sharing is
standardization
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Different information units require specific 4
standardization tasks
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CMSO is a young community developing 4
standards for cell migration research
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CMSO is re-using and adapting some of the <
standards available in the community

experimental imaging data and analytical
setup metadata results
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And it is developing new standards for <
cell migration-specific information

experimental imaging data and analytical
setup metadata results
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biotracks: tabular data packages <
for cell tracking files
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segmentation
algorithm
linking r_)
algorithm m

spllthng event

https://pypi.python.org/pypi/biotracks
https://github.com/CellMigStandOrg/biotracks CCBY-5A 4.0




biotracks: tabular data packages
for cell tracking files
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biotracks: tabular data packages <
for cell tracking files

frame 1 frame 2 frame 3 frame 4 frame 5
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Fnue": “CMSO_tracks”, \
"resources”: [{
“name"”: “objectsTable",

“path": “objects.csv",
“schema®: {

“fields": [{
“description”: "",
“type": “"integer®,
“title": "",
"name": “SPOT_ID",
“format": “"default”,
“constraints”: {

“unique”: true

JSON Table CSV Dialect
Schema

}
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biotracks aims to be for cell tracking data
what Bio-Formats is for imaging data
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biotracks aims to be for cell tracking data <
what Bio-Formats is for imaging data

native file your data, your
format analysis, your
applications...

CellProfiler

cell image analysis software

biotracks
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biotracks integration with pandas enables
analysis and visualization routines
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A common data format enables quick 4
comparison of tracking algorithms
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Standard data formats alone are not enough 4
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Minimum reporting requirements and CVs <
improve data verification and accessibility

Data deposition
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An open data ecosystem for cell migration
research: what are the benefits?

e standardization of data and metadata is essential for
reproducibility and unambiguous interpretation of
experiments

 data exchange = faster and easier access to results
+ quality control
+ integration with in silico modeling

e open data = opportunities for knowledge discovery,
data mining, data re-use

* formulation of new hypotheses/principles
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CMSO needs community engagement

CMSO workshop in Essen,
Germany, 19 and 20 June 2017

The third official CMSO workshop will take place in Essen, Germany, the 19th and
20th of June 2017, The workshop will be hosted by the lab of Prof, Matthias Gunzer,

The three working groups of CMSO will present their progress, and working sessions
will take place to advance the activities of the community.

Participation to the workshop is free for all attendees, but that participants will have
to pay for their own transport and accommodation, Please note that the
accommodation costs at the venue for the first 10 PhD students and postdocs will be
covered by the organization!

https://cmso.science/cmso-workshop-in-essen-germany-19-and-20-june-2017/
https://goo.gl/forms/eMs4m8YGZOmWOv0s1 CCBY-SA 4.0
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article uses data
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