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The Image Problem is Ubiquitous

1

A pretty picture? 

A measurement?

A resource?

Dynamics
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Lead Discovery 
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Physiology

Pathology

In Vivo
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http://openmicroscopy.org

FILES

Common
Vocabulary

Open Tools for Data Access
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Euro-BioImaging
an open access resource, removing 
barriers and enabling world-class research

• Access to biological and medical imaging 
technologies in Europe 
• Support from expert technical staff
• Image data repositories and analysis tools
• Training opportunities in imaging for everyone

Funded by the Horizon 2020 Framework 
Program of the European Union
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How to Source Data
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Reference images
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Reference images

Google: “Euro-BioImaging/Elixir Data Strategy”
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Phenotypes Ground	Truth
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csv

In	the	style	of:			MAGE-TAB or, Cellular	Phenotype	Database

Submitted Metadata

http://github.com/IDR/idr-metadata
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The IDR @ EBI Embassy

https://idr.openmicroscopy.org
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Vital Stats: IDR @ EBI Embassy

Metric Sept	2017
Image	Data	Size 42.8	TB
Image	files 14.6	M
Datasets 3805
Total Images 2.68 M
Planes 37.3	M
Experiments 1.04M
Genes 19,605
Annotated	Images 386	k
Phenotypic	Classes 161
External	Links 172	k

http://idr.openmicroscopy.org

à~$25,000/month on AWSß

Williams et al (2017) Nature Methods
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IDR reality

http://idr.openmicroscopy.org

Models:

S.	cerevisiae
S.	pombe
Drosophila
Arabidopsis
Mus
Human
Plankton

42	Studies
4	Incoming

Datasets	&
papers	linked
via	DOIs

Projects:

Mitocheck
Sysgro
HPA
MULTIMOT
BBBC
Tara
HipSci
…

Cross-published:
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IDR datasets

Lawo et	al,	2013 Neff	et	al,	2013 Dickerson	et	al,	2015

Yang	et	al,	2016 Tara	Oceans

http://idr.openmicroscopy.org
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IDR datasets– ASH2/ASH2L

Simpson	et	al,
2012	 Fuchs	et	al,

2010	 Doil et	al,
2008 Fong	et	al,

2013

Rohn et	al,
2013

Neumann
et	al,	2010

Graml et	al,
2015

Toret et	al,
2014
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Integration by Phenotype
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idr0001-A Sysgro, Graml et al 
2014, S. pombe genome wide 
gene knockout
screen (image-1233538)

“viable elongated 
vegetative cell”

idr0008-B Actinome, Rohn et 
al 2011, human HeLa targeted 
actinome RNAi
screen (image-109296)

“cell shape bipolar 
or elongated”

idr0012-A CellMorph, Fuchs 
et al 2010, human HeLa 
genome wide RNAi screen 
(image-1812396)

“elongated cells 
with protrusions”
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CMPO phenotype: elongated cells

Eleanor Williams, Dundee (with help from Cytoscape & String DB)

SYSGRO– S.	pombe
Actinome– HeLa
CellMorph– HeLa
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CMPO phenotype: elongated cells

o Eleanor Williams, Dundee (with help from Cytoscape & String DB)

SYSGRO– S.	pombe
Actinome– HeLa
CellMorph– HeLa
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IDR Phenotypes

Williams et al (2017) Nat Methods
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Interactive Analysis with IPython in IDR

http://idr.openmicroscopy.org/jupyter
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$ source openstack-credentials.env

$ ansible-playbook -i
inventory/openstack.py -e 
@vars/ome2016-overrides.yml os-idr-
uod.yml

http://github.com/idr/deployment

Deploying your own IDR



26https://idr.openmicroscopy.org/about/submission.html

Submissions



27https://github.com/IDR/idr0000-lastname-example

Submissions
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Next Steps
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Genes ßà Phenotypes

Arp2/3
“Query”

Primary	Interactors

StringDB
Significance

Balaji Ramalingam,	Dundee
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Data Resources Vision
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Thanks to the Funders
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Questions?


