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Introduction to the OMERO.editor

OMERQO.editor is a Java tool that requires Java 1.5 (http://java.com/en/download/) and can operate as
a stand-alone application or as part of the OMERO.insight client. In both cases, it saves metadata as
XML files that can be used to annotate images, datasets etc., in OMERQO. If used as part of
OMERQO.insight, the files can be saved to an OMERO server.

A demo movie of the OMERO.editor illustrates some of its functionalities.
(http://cvs.openmicroscopy.org.uk/snapshots/omero/editor/movies/OMERO.editor-Beta4.mov)

The OMERO.editor has been designed to achieve two key functions:

Facilitate the digital recording of experimental metadata.

Enable important parameters to be distinguished from the main text, e.g. to summarise the experiment
in a concise form.

Start OMERO.editor from OMERO.insight

You can start the editor tool by clicking the following icon %% in the toolbar. You can then open any
editor file by double-clicking it, either when you find it attached to a Project, Dataset or Image, or by
browsing under View » Attachments (see screen shot).
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Ul layout

The OMERO.editor displays a single file per window, which will typically be split into 3 panels.

The left of the Ul displays a hierarchical outline of the file that can be used for navigating large files.
The center is the main display of the file for editing experimental variables and the right panel is for
editing the protocol ‘template’.

The workspace of the editor displays the complete protocol in the largest central panel. To the left, an
outline of the protocol can be used for navigation and the panel on the right of the window is used for
display and editing of parameter details. In order to make protocols appear more familiar to users, the
central panel can be used to view the protocol in a ‘Text View’ or in a “Tree View’, see below. You can

switch between the two views by using the tabs at the top of the page.

The Text View displays the title, description and parameters in a page layout.
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File Window

FixStain3Channel.pro.xml
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=/ Fix - Stain - 3 Channels
=| Fixation Date
= Comments
¥ =/ PFA Fixation
=/ Prepare PFA
=| Filter & Dilute PFA
= Wash coverslips in buffer
=/ Add coverslips to PFA
=/ Remove and add more PFA
= Wash coverslips in deter..
» = Immuno-Staining
v = Channels
Vv = Blue Channel
= Channel Name / Antibody
=/ Primary Antibody Dilution
= Seconday Antibody
v = Green Channel
= Channel Name / Antibody
= Primary Antibody Dilution
= Seconday Antibody
» = Red Channel

@

M‘ Primary Antibody Dilution
Primary Antibody Dilution Parameters 2
Dilute in Abdil. Incubate on cells for 1 hour.[1:500
Seconday Antibody Parameter Name Text (single line) &
Text (single line Dlef;(;lo‘( Text:

Green Channel

Channel Name / Antibody
The identifying name of this channel. Eg DAPI or simply the name of the GFP protein
or the antibody used for staining the Green channel [Anti-AuroraB

Primary Antibody Dilution i3
Dilute in JAbdil to the specified dilution. Incubate on cells for 1 hour in a humidified =
chamber and then wash with PBS 3 x 20 ml.[1:500

Seconday Antibody
Usually diluted 1:150. Usually use Alexa dyes. Green is 488.[ Anti-Mouse Texus-Red

Red Channel

Channel Name / Antibody
Text (single line

Primary Antibody Dilution
Dilute in Abdil. Incubate on cells for 1 hour.[Text (single line)

Secondary Antibody 4
Usually diluted 1:150. Usually use Alexa dyes.[Text (single line v

Protocols can also be viewed in the Tree View.
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File Window

FixStain3Channel.pro.xml
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=| Fix - Stain - 3 Channels
= Fixation Date
=/ Comments
¥ =/ PFA Fixation
= Prepare PFA
=| Filter & Dilute PFA
=/ Wash coverslips in buffer
= Add coverslips to PFA
=/ Remove and add more PFA
= Wash coverslips in deter..
» = Immuno-Staining
v = Channels
v = Blue Channel
=/ Channel Name / Antibody
= Primary Antibody Dilution
=/ Seconday Antibody
v = Green Channel
= Channel Name / Antibody
= Primary Antibody Dilution
= Seconday Antibody
» = Red Channel
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Fixation Date  Pick Date |v| SetTime? ] Parameters: =z

. Parameter Nam Text (single line) s
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Comments = Default Text:
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Multiple ‘parameters’ per step

In order to record a single step of a protocol that has multiple variables, e.g. “Incubate cells with
{Antibody} at a dilution of {1:500} for {60 minutes}’, OMERO.editor supports multiple parameters per
step (see screenshots below). Placing parameters in context with descriptions also allows a more
natural way of combining multiple parameters and removes the need to give every parameter a
description.

In both cases, parameters can be seen in the context of the step description, which can be edited in
the page layout of the Text view

e 06 editor4.pro.xml|
File Window
G HEAL
BArPBXE @
g Immunoslaining. l‘\ Text View | Tree View Stain
\.) Date
| Fix Immunostaining: M Parameters B3
= Stain |
=] Antibodies used Date : Antibod
. . N ntibody name Text (single line) &
sl 4 .
[ staining 2008. Nov 28] Experiment date. ’ Default Text:
=/ Samples / Drug-siRNAi tr.. |
Fix
Fix cells with [Paraformaldehyde] (downloadable paraformaldehyde and methanol !
fixation protocols available on our website). Permeabilize with [1 %] Triton X-100 in ! Antibody dilution Drop-down Menu®
PBS for [60 minutes] at room temperature. Block by incubating cells for 10 minin ! Drop-down options: separate with com...
= blocking buffer (see below). We perform all blocking and antibody incubation steps in a ! ‘ 100, 250, 500, 1000
humidified chamber (fancy name for a box with a lid and a watersaturated tissue in i ’ ’ :
it...line the bottom with parafilm to put the coverslips on). : Default Value ¥ ]
Stain i@ | W
Incubate cells with primary antibody [Anti-AuroraB] diluted 1:[5001 in blocking buffer Time Number &
for 35mins to 1 hour. If you have never used the antibody before, try several dilutions Number Default: Units:
(low of 1:100 to high of 1:1000, for example). Wash coverslips 3 X 10 minute with mins
PBS (can do washes in 6-well plates, then transfer back to humidified chamber for
secondary antibody incubation). Incubate coverslips for [60 mins] (35mins to 1 hour)
with the appropriate secondary antibodies diluted in blocking buffer (with Triton), and Y/IN Check-Box ¥
wash 3 X 10 minutes with PBS. We use fluorophore-conjugated secondary antibodies Default: [
from Jackson Immunochemicals [Y/N]. 4 -
v
@
or the right panel of the Tree view.
e 06 editor4.pro.xml
File Window
*RXER Y E
= Immunostainwng, Text View ~ Tree View Fix T
\.) Date !
=l Fix (I TOSEIGIEY T Fix cells with [Paraformaldehyde: !
Stain 1 R | (downloadable paraformaldehyde and |
] Antibodies used Date@  08/11/28 |v| SetTime? ] | methanol fixation protocols available on |
= staining : | our website). Permeabilize with [1 % |
. . Fix @ & Paraformaldehyde & ! 1 % 60 minutes || Triton X-100 in PBS for [60 minutes] at |
Samples / Drug-siRNAI tr... | room temperature. Block by incubating !
. —_— - . | cells for 10 min in blocking buffer (see !
stain @ #]  Anti-AuroraB 500 3] s0 mins [ | below). We perform all blocking and |
antibody incubation steps in a
Antibodies used : humidified chamber (fancy name for a :
=) Antibody target Source Species Dilution | box with a lid and a watersaturated |
£5 Phospho-H3 Upstate Rabbit 1:200 i tissue in “-""“ih‘he b{’“"l’.“ with |
CSFV lab Rabbit 1:100 parafilm to put the coverslips on). |
wbulin Rat 1:500 Parameters: = U
Aurora-B Mouse 1:200
Par ter N, Drop-down Menu 3!
Staining Drop-down options: separate with commas:
Drug Green-Ch Red-Ch FarRed-Ch Paraformaldehyde, Methanol, Glutaraldehyde
Monastrol PH3 tbulin Aurora-B Default Value: T]
Taxol CSFV tubulin BubRI s
Noc CSFV tubulin Y 4

@
Parameters can be edited in the right panel of both views.

Table of parameter values

For some steps in a protocol, the parameters can have more than one value. In the above example,
several antibodies may be used for staining different targets, and each one will have a different
concentration and staining time. OMERO.editor supports the documentiﬁf this data by allowing the

values for each parameter to be displayed in a table (add table with the ==l icon in the Tree view).
Each parameter is represented by a column, with the column name displaying the name of each
parameter. ‘Drop-down’ and ‘Check-box’ parameters are represented with the appropriate controls in
the table (see below).
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006 editor4.pro.xml
File Window
GEHEAL
FAYL TT EIY Y
) Date

5| Fix Immunostaining:

Incubate cells with primary antibody
=/ Stain § . Anti-AuroraB] diluted 1:[500] in
=/ Samples / Drug-siRNAi tr.. Date@ 08/11/28 || serTime? (] blocking buffer for 35mins to 1 hour. If
Staining = you have never used the antibody before,
L Fix@ #] | Paraformaldenyde |4 ] 1 % 60 minutes try several dilutions (low of 1:100 to

Antibodies used high of 1:1000, for example). Wash
coverslips 3 X 10 minute with PBS (can
do washes in 6-well plates, then transfer
back to humidified chamber for
secondary antibody incubation). Incubate
coverslips for [60 mins] (35mins to 1
hour) with the appropriate secondary
antibodies diluted in blocking buffer
- Samples / Drug-siRNAi tr.. @ (with Triton), and wash 3 X 10 minutes

SIRNAI treatment for 48 hours in 24-well plate. 4.00pm - with PBS. We use

overnight in drugs. fluorophore-conjugated secondary

" — antibodies from Jackson
staining ] Immunochemicals [Triton?].

Parameters: FE|

5

E Antibody name Antibody dilution Incubation Time (mins} riton?
=] Anti-INCENP 100 60
sain@ &~ Anti-AuroraB 2508 30

Anti-GFP 500% 45

(B[ m[Et

>

Antibodies used

Antibody name Text (single line) s/
Default Text:

Antibody dilution Drop-down Menu 3l
Drop-down options: separate with commas:
100, 250, 500, 1000 A

> Dafault Valie = X

@

A number of example protocol files are available on-line, for demonstrating how you might record an

experiment with OMERO.editor. To download and view these files, click on the ‘www-folder’ icon @
in the tool-bar. This will present you with a dialog where you can choose from a selection of example
files and open them in the Editor (not shown).

Start blank protocol

To start a blank protocol, click the U icon in the tool bar. The following screen will appear:

®en6 New Blank File
File Window Help

GeEHL

SEXEE® 9N APEE

[ Step Name &) l { Text View | Tree View |

= Protocol Title

Protocol Title

Protocol Title i Parameters: e

(3]

The first ‘step’ of the protocol has been added. This is the “Title Step” of the protocol and it's name can
be edited in the top of the right panel.
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®eone6 New Blank File

File Window Help

G

SEXEE AP

[ Immunostaining @ I {Text View | Tree View - Immunostainingl

= Immunostaining
Immunostaining g3 Parameters:

@

To add additional steps to the protocol, click the @ icon in the tool bar. Steps will be added below the
currently selected step.

06 New Blank File
File Window Help

B[
@eEXEHLIAPEC

’ Immunostaining ) l { Text View | Tree View - Step 1

= Immunostaining
- Step 1 Immunostaining Parameters: =]

Step 1 igd

[5)

To add text to the step, simply type in the step in the center panel. The step can also be given a name
by editing in the right panel as before.

In the example below, the text was copied, pasted and edited from a protocol available as a PDF
(http://www.lamondlab.com/pdf/fix&stain.pdf) described here.
(http://www.lamondlab.com/f7immunostainprotocol.htm)

e 06 New Blank File
File Window Help

B

PEXEHS AP EG
) l - [ Text View | Tree View Step 1

(<)

[ Immunostaining (3

= Immunostaining '
=/ Step 1 Immunostaining Parameters: P2

Step 1 figd
8 Fix cells in methanol or paraformaldehyde. Permeabilize

with 19 Triton X-100 in PBS for 15 minutes at room

temperature. Block by incubating cells for 10 min in

blocking buffer. Perform all blocking and antibody

incubation steps in a humidified chamber |

5 W
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After adding another step, pasting some more text, and editing the name of the step, the file looks like
this:

| 66 New Blank File

| File Window Help

@B i
SEXW @ $|NAE @ |

rl Immunostaining ®) | [ Text View | Tree View | Antibodies

= Immunostaining

=/ Step 1 Immunostaining Parameters: i
=/ Antibodies

Step 1
Fix cells in methanol or paraformaldehyde. Permeabilize with
| 19 Triton X-100 in PBS for 15 minutes at room temperature.
| Block by incubating cells for 10 min in blocking buffer.
Perform all blocking and antibody incubation steps in a
- humidified chamber. -

Antibodies figd
Incubate cells with primary antibodies diluted in blocking
| buffer for 35mins to 1 hour. If you have never used the
antibody before, try several dilutions (low of 1:100 to high of
1:1000, for example). Wash coverslips 3 X 10 minute with
| PBS. Incubate coverslips for 35mins to 1 hour with the
| appropriate secondary antibodies diluted in blocking buffer,
and wash 3 X 10 minutes with PBS.

Now it's time to add parameters to this protocol. The “parameters” are variables in the protocol that
change often and can be used to summarise the protocol.

Parameters can be defined from existing text by highlighting the text, and clicking the “Add Parameter”

(123
icon #~ beside the text.

6 O (&) New Blank File
File Window Help

GeH

SEXEH® SAPEE

| Immunostaining ®) I { Text View | Tree View - Step 1

= Immunostaining

- Step 1 Immunostaining Parameters: FE
= Antibodies

Step 1 )*_lk
Fix cells in methanol or paraformaldehyde. Permeabilize with
1% Triton X-100 in PBS for 15 minutes at room temperature. | Add a parameter to this step]
Block by incubating cells for 10 min in blocking buffer.
Perform all blocking and antibody incubation steps in a

- humidified chamber. -

Antibodies

Incubate cells with primary antibodies diluted in blocking
buffer for 35mins to 1 hour. If you have never used the
antibody before, try several dilutions (low of 1:100 to high of
1:1000, for example). Wash coverslips 3 X 10 minute with
PBS. Incubate coverslips for 35mins to 1 hour with the
appropriate secondary antibodies diluted in blocking buffer,
and wash 3 X 10 minutes with PBS.

(9]

A parameter has been added in place of the highlighted text, and the parameter has been named
using that text. The parameter name can be seen and edited in the panel to the right. It is also
possible to set a default value and change the “type” of parameter here.
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File Window Help

GeEU
SEXTE® 9|4

I Immunostaining

B

) | [ Text View | Tree View |

(<)

= Immunostaining
=| Step 1
= Antibodies

Immunostaining

Step 1

Fix cells in [methanol or paraformaldehyde]. Permeabilize

with 19 Triton X-100 in PBS for 15 minutes at room

temperature. Block by incubating cells for 10 min in blocking

buffer. Perform all blocking and antibody incubation steps in
- a humidified chamber.

Antibodies

Incubate cells with primary antibodies diluted in blocking
buffer for 35mins to 1 hour. If you have never used the
antibody before, try several dilutions (low of 1:100 to high of
1:1000, for example). Wash coverslips 3 X 10 minute with
PBS. Incubate coverslips for 35mins to 1 hour with the
appropriate secondary antibodies diluted in blocking buffer,
and wash 3 X 10 minutes with PBS.

Step 1
Parameters: figd

methanol or paraformaldehyde  Text/s
Default Text:

@

Next, change the name of the parameter to “fixative” and the type of parameter from “text” to “Drop-
down menu” using the chooser in the right panel. Now enter some options for the parameter
(separated by commas) e.g. “Methanol, Paraformaldehyde”. If you wish, you can now choose one of

these options as a default value for this parameter.

006 New Blank File

File Window Help

Gl
@EXEH2 TN

l Immunostaining

PlEE
@ |

{ Text View | Tree View

= Immunostaining
=/ Step 1
= Antibodies

Immunostaining

Step 1 figd
Fix cells in [fixative]. Permeabilize with 1% Triton X-100 in

PBS for 15 minutes at room temperature. Block by incubating

cells for 10 min in blocking buffer. Perform all blocking and
antibody incubation steps in a humidified chamber.

Antibodies

Incubate cells with primary antibodies diluted in blocking buffer
for 35mins to 1 hour. If you have never used the antibody
before, try several dilutions (low of 1:100 to high of 1:1000, for
example). Wash coverslips 3 X 10 minute with PBS. Incubate
coverslips for 35mins to 1 hour with the appropriate secondary
antibodies diluted in blocking buffer, and wash 3 X 10 minutes
with PBS.

Step 1
Parameters: FE!
fixative Drop-down Menu !

Drop-down options: separate with commas:

Methanol, Paraformaldehyde

Default Value: | Paraformaldehyde | :] units

(5]

Click “Save” to save the current file. If you are connected to the server, you will have a choice of

saving the file to the server, or saving the file locally to your computer.

Save As...

806

Would you like to save this file locally,
or save it to the OMERO.server?

f Save to Server)

’(Save Iocally) K Cancel )

e OME
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It is also possible to save any file as a new file to the server or locally using options in the File menu.

006

m Window Help

& Open File %0
& Open File fromWeb |
B Save File 38S ;
i Save As (locally)... ‘
4 Save As (to server)...
.| New Blank File %N

~ D Close Editor  $#W
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