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openBIS — open Biolo

openBIS is an extensible, open sa /// re émework {o]§
7
tructi -friend| labl d verful informat t
constructing user-friendly, scalable an / ////// jon systems

for data and metadata acquired in biological'e «x«,/,,,,,,

It enables users to collect, integrate, share; publish data and to
connect to data processing pipelines.
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openBIS core

= Separate metadata (application server) and data (data store server)

= Clean and flexible hierarchical metadata structure:
Space > Project > Experiment > Sample > Dataset > File
Authorization at space level
Samples and datasets: entities have parent/child or container relationships
Datasets belong to samples or experiments
All entities have user defined types, properties and vocabularies
Attachments can be associated to most entities

= Information indexing and searching by metadata

= Rich set of APIs and plug-in interfaces
Java, Python (Jython), RESTful web services
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openBIS extensions

= (Core plug-ins
Dropboxes (dataset ingestion)
Master data (import/export/update)
Data sources (additional databases)
Aggregation (reporting) plug-ins (metadata collection)
Processing plug-ins (on datasets)
Ingestion plug-ins (create/update entities)
Maintenance tasks (update/fix)
Web applications / RESTful web services (custom openBIS views)

= An organized set of core plug-ins can become a “core technology”
= Core plug-ins expand openBIS APIls to interface with custom client apps

Tuesday, June 10, 2014 Single Cell Unit / D-BSSE
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PLATONIC » SCREENING-EXAMPLES » Experiment EXP-1 [HCS_PLATONIC]

Experiment Properties « Plates Data Sets
Experiment /PLATONIC/SCREENING- Data Sets
EXAMPLES/EXP-1

PermID 20110913110350093-82823 Code

Experiment HCS_PLATONIC 20110913111517610...

Type 20110913111925577...

Registrator Mallarmé, Ginter 20110913111955463. ..

gigal‘stratlon 2011-09-13 11:03:50 20110913112215416...

Project /PLATONIC/SCREENING-EXAMPLES 20110915112525430. .
2011091311302609...
20110913113255372...
20110913113525365...
2011091311354538...
2011091311360536...
20110913113625371...
2011092815391974...
2011092815553607...

History  Attachments

Data Set Type
HCS_IMAGE_RAW
HCS_IMAGE_SEGMENTATION
HCS_IMAGE_SEGMENTATION

HCS_ANALYSIS_WELL_FEATU...

HCS_IMAGE_RAW
HCS_IMAGE_RAW
HCS_IMAGE_RAW
HCS_IMAGE_SEGMENTATION
HCS_IMAGE_SEGMENTATION
HCS_IMAGE_SEGMENTATION

HCS_ANALYSIS_WELL_FEATU...

HCS_IMAGE_RAW
HCS_IMAGE_RAW

Wells Search

€« C' A & b#ps:/sprint-openbis.ethz.ch:8446/openbis/#entity=EXPERIMENT&permld=20110913110350093-82823

All

Library Index

Sample Identifier
/PLATONIC/PLATE-1
/PLATONIC/PLATE-1
/PLATONIC/PLATE-1
/PLATONIC/PLATE-1
/PLATONIC/PLATE-1
/PLATONIC/PLATE-1
/PLATONIC/PLATE-2
/PLATONIC/PLATE-2
/PLATONIC/PLATE-2
/PLATONIC/PLATE-2
/PLATONIC/PLATE-2
/PLATONIC/PLATE-16-BIT
/PLATONIC/SANOFI-EXAMPLE

Displaying 1-13 of 13 Tab[e:‘ Filters H Settings H Refresh H Export ~

Analysis Summary

%

¢/ directly connected | Overview

Sample Type
PLATE
PLATE
PLATE
PLATE
PLATE
PLATE
PLATE
PLATE
PLATE
PLATE
PLATE
PLATE
PLATE

Project

SCREENING-EXAMPLES
SCREENING-EXAMPLES
SCREENING-EXAMPLES
SCREENING-EXAMPLES
SCREENING-EXAMPLES
SCREENING-EXAMPLES
SCREENING-EXAMPLES
SCREENING-EXAMPLES
SCREENING-EXAMPLES
SCREENING-EXAMPLES
SCREENING-EXAMPLES
SCREENING-EXAMPLES
SCREENING-EXAMPLES

Entity: | Export Data

»| =

v

Registre
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Current technologies

" ¥ ) 1zPack - Installation of openBIS ————— ®»® X |

openBIS

Biology Informaticn System

Technologies and Fast File Browsing

Select any technology-specific modules that should installed along with openBIS. The
selection can be altered at the next upgrade:

[ ] Proteomics
[ ]Screening
[ ] Mumina NGS (ETH BSSE Setup)
Fast data set file browsing improves the performance of browsing of data sets with

a large number of files. We recommend leaving it on for all instances, and especially
screening instances.

Fast data set file browsing

(Made with IzPack - http://izpack.org/)

<3 Previous B> Next © quit
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Screening core technology

P

3¢ Plate PLATE-1-A - openBl X

€« C ff (X b#ps//sprint-openbis.ethz.ch:

Registrator  Kapuscinski, Gunter

Registration 2010-08-23 13:39:05 A

Date
B

Proi

roject c

Experiment b

Plate 384 Wells. 16x24 £

Geometry
E
G
H
I
]
K
L
M
N
o}
P

Image acquisition details: Advanced
Images analysis results: ~ Show Report
Plate Metadata Report: ~ Show

Other connected datasets
Unknown, 2 7.2
Unknown, 2
Unknown, 2

[s§=}
SRR

1 2 3 45 6 7 8 9 10111213 14151617 18 19 20 21 22 23 24

Home All v

TEST » TEST-PROJECT » E1 » Plate PLATE-1-A

Properties «|  Plate Layout DataSets History Attachments

ID /TEST/PLATE-1-A

PermiD 20100823 907985-753 Hold the mouse cursor over a well or click on it to get the details

Sample Type PLATE Choose heatmap kind: | Metadata v | Choose features list: | All v

SIRNA_WELL
No metadata available

Well: A3

Well:

SIRNA: M1_1

Gene: 1 [AlBC]

Channel DAPI v | Filter: | optimal (image) N7
Resolution: | Default 7

Adjust Colors

D-BSSE
Department of Biosystems
Science and Engineering

Search Login

Close

Tuesday, June 10, 2
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Custom web apps

o
[*) ELN Browser x4 Y
|

€« C f (X b#psS:/sprint-openbis.ethz.ch:8446/openbis/wi

Tuesday, June 10
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Biology Infor n

Lab Notebook

Compatible With
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Custom web apps

]
8 00 / | ] https://sprint-openbis.et’ x \ e
€& - C M [} https://sprint-openbis.ethz.ch:8446/openbis/webapp/newbroser w =
O S0 =~ o s o

Inhibitors List
Q Search ¥ Filter visible columns
- Inventory W K n 2 M M Showing 1 to20 from 45 & Ou ©
Cell Lines
Alternative Catalogue Stock Final
Antibodies Code Preview name Inhibitor type Target Company number Solubility FW concentration concentration
Inhibitors ALLN LLnL; Proteasome Sigma AB185 DMSO 383.5 26 mM (10 25-50 mM » 2
Unavailable ¢2Pain inhibitor g/mol  mg/ml)
availab .
Plasmids inhibitor |
AMPICILLIN Drugs Sigma A9518 dH20 371.4 100 mg/ml 100 mg/ml * 2
Unavailable g/mol
B-GLYCEROPHOSPHATE phosphatase  Tyrosine  Sigma G6251 dH20 216 1M 10 mM » 2
Unavailable inhibitor g/mol
BLASTICIDIN Drugs Invitrogen  R210-01 dH20 458.9 5 mg/ml 2.5 mg/ml s 2
Unavailable g/mol
CAFFEINE Kinase ATM/ATR  Sigma C8960 dH20 1942 80 mM 5mM » 2
Unavailable inhibitor g/mol
CHLORAMPHENICOL Drugs Sigma C0378 Ethanol 323.1 10 mg/ml 20 mg/ml » 2
Unavailable g/mol
NI CHICINE Qnindla Qinma Ethannl 2004 1N ma/ml 10N na/ml

Tuesday, June 10, Single Cell Unit / D-BSSE
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8 00 / || https://sprint-openbis.et’ x \

OVOPLASMID:FRP1468 OVOPLASMID:FRP41 OVOPLASMID:FRP795

! N e

©VOPLASMID:FRP793 ©VOPLASMID:FRP372

©VOPLASMID:FRP1488 ©VOPLASMID:FRP1570

~— S o %

©VOPLASMID:FRP1494 ©VOPLASMID:FRP1595

\ /

@®YOPLASMID:FRP1612

©VOYEAST:FRY1506

!

©VOYEAST:FRY1518

Tuesday, June 10, 2014 Single Cell Unit / D-BSSE

€& - C M [} https://sprint-openbis.ethz.ch:8446/openbis/webapp/newbroser
= Main Menu > Yeast > Hierarchy FRY1506 20 Q Search [
Filters Children: . Parents: . Show Types: YEAST, PLASMID v

OVOPLASMID:FRP1527 ©VOYEAST:FRY1300

. ///

AW ~

©VOYEAST:FRY1309

!

©VOYEAST:FRY1358

!

®VYOYEAST:FRY1448
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Embedded openBIS

infectome.org

€ > C fi [) wwwinfectome.org
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infectome.org

Home

dagene Browsescreens Downloaddata  Software  Publicaions  Aboutus

Welcome to infectome.org

infectome.org is where we, the Lucas Pelkmans lab at the University of Zurich and our collaborators, share the results ofimage-based RNAi screens
onvirus infection. These RNAIi screens investigate the role of the human genome in virus infection, the so-called human infectome.

48IkmanSLAB

Browse this website for the following

qb Find a gene: Find all our virus infection screening results for your favorite gene, see the original images and export our image analysis results
ABC

Q Browse screens: Browse and export all the virus infection screening results of entire RNAi screens in your browser.

ﬁ Download data: Download raw images and single-cell measurements of entire RNAi screens.

';7. Software: Download the latest software that we and others have developed for handling and analyzing image-based RNAi screens

Latest published datasets

« Jason Mercer, Berend Snijder, Raphael Sacher, Christine Burkard, Christopher Karl Ernst Bleck, Henning Stahlberg,
Lucas Pelkmans, and Ari Helenius. 2012. RNAi ing Reveals Pr and Cullin3-D Stages in

Vaccinia Virus Infection. Cell Reports. http://dx.doi.org/10.1016/j.celrep.2012.09.003 Go to Cell Reports website,
or Browse screening results

« Berend Snijder, Raphael Sacher, Pauli Ramo, Prisca Liberali, Karin Mench, Nina Wolfrum, Laura
Burleigh, Cameron C. Scott, Monique H. Verheije, Jason Mercer, Stefan Moese, Thomas Heger,
Kristina Theusner, Andreas Jurgeit, David Lamparter, Giuseppe Balistreri, Mario Schelhaas, Cornelis
A. M. De Haan, Varpu Marjomaki, Timo Hyypia, Peter J. M. Rottier, Beate Sodeik, Mark Marsh, Jean
Gruenberg, Ali Amara, Urs Greber, Ari Helenius, and Lucas Pelkmans. 2012. Single-cell analysis of
population context advances RNAi screening at multiple levels. Molecular Systems Biology 8 Article
number: 579 doi:10.1038/msb.2012.9 Go to Molecular Systems Biology.

See all publications related to infectome. org.

AN

Find a gene
Please enter the Gene Symbol or Gene ID
© of your gene of interest, and press Search.

Gene: |PAK1

Inassay: |HPV16 Hela MZ v

Search

Where to find us.

Otelfingen Uberhasi N yrae
+ Kloten
—1 Regensdorf
sfenenbach District Effretikon
Dietilgmi A, e
District 6 Volketswil
X Zurich Fallanden Pt

Birmensdorf.
lejepele

Ebmatingen Jster Pfél
) MBpDats’ TemsofUse Reportamap emor

Institute of Molecular Life Sciences

University of Zurich, Irchel Campus
Winterthurerstrasse 190

CH-8057 Zurich, Switzerland
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Embedded openBIS

€ C A [) www.infectome.org/find-a-gene.html?gene=PAK1&assay=20100702164638321-131297 e o2 =
.
infectome.org
Home Find a gene Browse screens  Downloaddata  Software  Publications ~ Aboutus
Gene PAK1 in experiment HPV16_MZ_2 Find gene PAK1 in all experiments Show experiment HPV16 MZ 2
Description: -
Gene Cards: Show
1d: 5058
Feature Median Deviation Rank (50) siRNA 1 median SiRNA 1 repl. 1 SiRNA 1 repl. 2 SiRNA 1 repl. 3
Cell Number 10401.0000 1281.0000 44 11542.0000 11542.0000 9349.0000 11682.000¢ ‘
InfectedCells 1934.0000 1470.0000 39 1934.0000 1409.0000 3688.0000 1934.000(
Infection Index (nor. 0.1656 0.1144 27 0.1656 0.1221 0.3945 0.165¢ |
RelativelInfectionIndex 0.9113 0.4917 22 1.4169 1.4030 3.2163 1.416¢
Log2Relativelnfectio -0.1340 0.6225 22 0.5027 0.4885 1.6854 0.5027
ZScore -0.0488 0.5031 17 0.8806 NaN 1.3069 0.454¢
MAD -0.1467 0.6056 23 0.5460 0.5460 1.6724 0.458¢
Mean_Cells_Intensit... 0.0467 0.0040 34 0.0893 0.0428 0.0893 0.092:
Mean_Cells_Intensit... 0.0248 0.0038 31 0.0258 0.0258 0.0381 0.021:
Mean_Image_Intens... 0.0198 0.0049 33 0.0233 0.0233 0.0344 0.019¢
Mean_Nuclei_BinCor... 0.3268 0.0270 17 0.3302 0.4363 0.3302 0.324:
Mean_Nuclei_Intensi... 0.0800 0.0214 24 0.1425 0.0638 0.1425 0.153:
Mean_Nuclei_Intensi... 0.0269 0.0031 25 0.0286 0.0286 0.0454 0.024:
ModelRawlII 0.2248 0.1421 17 0.4539 0.3669 0.5378 0.453¢
ModelRawInfected 1833.0000 1637.0000 32 4422.0000 3747.0000 4422.0000 4767.000C
Displaying 1 - 48 of 48 = Table: | Filters || Export |
Merged Channels v
¥/ DAPI ¥ VIRUS-INFECTION
repl. 1 repl. 2 repl. 3
SiRNA 1

Tuesday, June 10, 2014 Single Cell Unit / D-BSSE
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openBIS for tablets

8 O 0 / ["J openBIS on the App Store  x \ -

€ - C A @ https://itunes.apple.com/us/app/openbis/id672680813?mt=8 ke

iTunes Support

iTu nes PreVieW Overview Features iTunes Charts

OpenBlS View More By This Developer
By ETH Zurich

Open iTunes to buy and download apps.

\ / Description

Introduction

open open, distributed system for managing biological information. It is being developed at the Center for

openBIS Support» ..More

What's New in Version 1.2.1

minor fixes

iPad Screenshots

(<] G5 H15_PROBE 1

Compatibility
or later. Comp

juires i0S 6.1
e with iPad

Customer Ratings

More iPad Apps by
ETH Zurich

Tuesday, June 10, 2014 Single Cell Unit / D-BSSE
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centralized storage

openBlS Importer Toolset

- semi-automatic

: . data registration in openBIS
- semi-unsupervised

Tuesday, June 10, 2014 Single Cell Unit / D-BSSE
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oBIT — openBIS Import

///////

The openBIS Importer Toolset is a t| ol /// 7

/ ,,, Iectlon of tools that
allows for the semi-automated, semi= u 1S| 7t d

/ i) stratlon of annotated
datasets into openBIS directly from the ac ,,’,; /

,,,,,,f ons.

It also extends openBIS with custom data viewers and server-side core plug-
ins.

Tuesday, June 10, 2014 Single Cell Unit / D-BSSE
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Example: BD LSRFortessa cell analyzer \,’ \\/
Eidgendssische Technische Hochschule Ziirich T . N\ N\
Swiss Federal Institute of Technology Zurich ACqL“Sltlon Statlon \/
— N
= = - D-BSSE
= i Department of Biosystems
i — l Science and Engineering
Annotation Tool
2, Scan
ﬂ. Export ‘ ‘ T
or save 35 Annotate
User
folder
Datamover ‘
Incoming "

‘ Datamover as a Windows service

/ openBIS
) =
dropbox

Data store

openBIS

oo

nnnnnnnnnnnnnnnnnnnnnn

Single Cell Unit / D-BSSE
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[Admin] Annotation Tool Admin

An administrator must set up the acquisition machine before the first use.

4
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Tuesday, June 10, 2014

openBIS Importer Toolset :: Annotation Tool Admin v0.5.0 ﬂ‘

@® Set the openBIS URL (this is current default)

https://bs-lamp09.ethz.ch:8443/openbis v + v

@ Accept self-signed SSL certificates when logging in to openBIS

yes v
@ Select the acquisition station or type

BD Biosciences Cell Analyzers and Sorters v
BD LSRFortessa and FACSAria lll (FCS 3.0/3.1 exports from BD FACSDiva™ Software 6/7)

@ Set user data directory

D:\luser
@ Set Datamover incoming directory
D:\toOpenBISlincoming
Itis highly recommended to set both folders on the same file system.
Save Close

Single Cell Unit / D-BSSE
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[Admin] Annotation Tool Admin
Set the openBIS URL(s)
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openBIS Importer Toolset :: Annotation Tool Admin v0.5.0

@ Set the openBIS URL (this is current default)

https://bs-lamp09.ethz.ch:8443/openbis v

https://bs-lamp09.ethz.ch:8443/openbis
https://openbis-scu.ethz.ch/openbis

yes

@ Select the acquisition station or type

BD Biosciences Cell Analyzers and Sorters

@® Set user data directory

BD LSRFortessa and FACSAria lll (FCS 3.0/3.1 exports from BD FACSDiva™ Software 6/7)

D:\user

@ Set Datamover incoming directory

D:\toOpenBISlincoming

Itis highly recommended to set both folders on the same file system.

Save

Close

Tuesday, June 10, 2014 Single Cell Unit / D-BSSE
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[Admin] Annotation Tool Admin

Select the acquisition station or type

g ™
openBIS Importer Toolset :: Annotation Tool Admin v0.5.0 @

@ Set the openBIS URL (this is current default)

https://bs-lamp09.ethz.ch:8443/openbis v + — A v

@ Accept self-signed SSL certificates when logging in to openBIS

yes A 4

@ Select the acquisition station or type

BD Biosciences Cell Analyzers and Sorters v

‘ BD Biosciences Cell Analyzers and Sorters
Generic light microscopes

@® Set user data directory

D:\user

@ Set Datamover incoming directory

D:\toOpenBIS\iincoming

Itis highly recommended to set both folders on the same file system.

Save Close

Tuesday, June 10, 2014 Single Cell Unit / D-BSSE
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[Admin] Annotation Tool Admin

Set the local working directories

( openBIS Importer Toolset :: Annotation Tool Admin v0.5.0 &‘
@® Set the openBIS URL (this is current default)
https://bs-lamp09.ethz.ch:8443/openbis v + — A v
@ Accept self-signed SSL certificates when logging in to openBIS
yes v
@ Select the acquisition station or type
BD Biosciences Cell Analyzers and Sorters v
BD LSRFortessa and FACSAria lll (FCS 3.0/3.1 exports from BD FACSDiva™ Software 6/7)
@ Set user data directory
‘ D:\user
@ Set Datamover incoming directory
‘ D:\toOpenBlISlincoming
Itis highly recommended to set both folders on the same file system.
Save Close

Tuesday, June 10, 2014

Single Cell Unit / D-BSSE



Eidgendssische Technische Hochschule Ziirich )14
Swiss Federal Institute of Technology Zurich Desse

117

///f/

BD BIOSCIENCES CELL ANALYZERS AN

/7’”7//5'//5/2/
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{D SORTERS
&7 BD LSRFortessa cell analyzer

e
/ i
i

http://www.bdbiosciences.com/instruments/Isr/index.jsp

Tuesday, June 10, 2014 Single Cell Unit / D-BSSE 23
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[User] Example: BD LSR Fortessa

Fie Edit View Experiment Populations Worksheet Cytometer HTS Help

HEERPERS
[

Name
SingleCelllinit
) Quality Control MD
# -2 Qualty Control &Peak Legend Keywords:
D Test ! ype 2| Specimen number = v
{@ 8 peakbeads standard_004  5/21/12 3:53:27 PM
8 5l AlgnFlow Beads 12/13/11 3:35:53PM
@& AlgrFlow_FlowCheck_FlowChe12/22{11 12:00:53 PM
@ {@ Katharna_FPs 1/26]12 1:29:29 PM
B (& Mark_FPs 1/26/125:11:38 PM
8- [ Linearity Check ot low voltages 2/1/12 1:23:25 PM
3 (@l HEK GFP GunterM 02_02_2012 3/22{12 9:56:15 AM
{& Fixed Cells kH training 37112 12
1@ SimonA DNA wih 8D control kit
(& kymB 280312 3{28/12 6:59:54 PM
{8 Kymb 040412 4/4/12 3:05:43PM
{& kymb 190412 4/19/12 11:58:33 AM
& RyanK clone analysis 030512 5(3/12 1:22:07 PM
[ Kymb 090512 5/9/12 9:59:17 AM
$$ Cytometer Settings
3 Global Workshests
ladl 24 96 Well - v bottom
E X p O rt to 23 96 Well - ¥ bottom_001
4, 488 and 445 excitation
%, 488 and 405 excitation
f I d r %, Only 405 excitation
u Se r O e N @ [ Tube_014 4/4{12 3:03:21 PM
- [ Tube_015 4/4/12 3:04:23PM
@ {1 Tube_016 4/4{12 3:05:43PM
{8 Experiment_006 5{15/12 12:28:58 PM
43 8 peak bead standard 230512 7/16{12 11:57:25 AM
{& Rajib 230512 viral particles ~ 5/24/12 3:28:14 PM
{& Experiment_008 6/6{12 4:00:51 PM
{& Experiment_009 6/13/12 11:49:51 &AM
& Ashleigh Nugent 170712-1 7/17]12 4:47:42 PM
{8 kyms 180712 7/18{12 3:19:57 PM
{& kyms 190712 7/19{12 5:14:40 PM
{& Linearity chech Kobi 7/20/12 11:33:59 AM
{@ Ashleigh Nugent 230712 7/24/12 2:45:31 PM
{d TR250712 7/25/125:13:05 M
{& New Beads 060812 8/6/12 6:18:36 PM
{& kymb 090812 8/9/12 3:08:46 PM
{& kymB 190712_002 8/9/12 1:18:47 PM
1 kyms 310812 8/31/12 12:01:00 PM

o Ll ien oicoia ooy Qoidia a0 a0 ooy

Setup| Analysis

List of specimens on the plate
1" Specmen_001

@ ®

@

@ eeeee®

88

& 8e

@

Z, 00:09:06 @ Disconnected
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User name
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Password

Login
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Please choose the server you want to use:
:https://bs-lampog.eﬁ!z.m:8443/openbis v:
OK ‘ Cancel ’
pontia
Password
Login
A
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|| openBIS Importer Toolset :: Annotation Tool v0.5.0

[#)-{y Andre_test

[+-{/§ Eva_Spore_Counting_190612
[#-\/Y 8_peak_beads_standard_004
[
£

Data viewer Metadata editor openBIS viewer
2 /pontia [ /pontia Create new project
[y 8_peak_bead_LotAD04__110313 [ HTS_8_peak_bead_LotAD04

Experiment description

Calibration protocol.

BEERENWINKEL_GROUP
KHAMMASH_GROUP

IBER_GROUP
-y AlignFlow_Beads SCHROEDER _GROUP
- AlignFlow_FlowCheck_FlowCheckPolysciences QGF
S/} [HTS_8_peak_bead_LotADO4 PR TAY_GROUP
=-J 96 Well - U bottom_001 96 Well -U bottom_001 |96_WELLS_8X12 PARO_GROUP
. B2 Specimen_001 Target openBIS project MUELLER _GROUP
= | Aot r FUSSENEGGER _GROUP
i "-{E] specimen_001_A1_A01fcs | :SR=FORIES AT, PANKE_GROUP
J2 Lot_ADO4 OTHER _INSTITUTES
[+-{ settings_Bakterien REDDY_GROUP
{7 KymB_090812_002 BENENSON_GROUP
- TaniaYFP STELLING_GROUP
scu
LSR_FORTESSA
Sean — User
_ — folder
i = ke
Name : Value — b
acq_hardware BD LSR Fortessa o I@
acq_software BD FACSDiva Software Version 6.1.3 —rs
date 12-JUN-2013 —
owner_name SingleCellunit —
relativePath pontia/Quality Control MD/Quality C... — Datamover
| .
Incgmlgg ‘
Invalid datasets
g8
1 g
of ] \
File or folder Issue 9 ' B
~
ﬂ Show in Windows Explorer -
Send to openBIS Scan ]
04-12) Move to...
~
04-12 Delete -
04-12 . er... =
04-12-2013 09:21:49: Error: Please fix the invald datasets to continue! i
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r —
& D:\toOpenBIS\incoming\qjb7t2vf37utbqb9ide252rvsvipontia\8 peak bead_LotADO4_110313\8_peak_bead_LotADO4_110313_properties.oix (plcelmarisConnector) - Sublime Text

1) S |

<?
<

File Edit Selection

versio
ver
<

MAR-2013"

PANTAZIS_
S1ng1eCe

NAMI

Find View Goto Tools Project Preferences Help

8_peak_bead_LotADO4__110313_properties.oix %

n="1.0" encoding="UTF-8" standalone="no"?>
sion="1">
acq_hardware="BD LSR Fortessa" acq_software="BD FACSDiva Software Version 6.1.3" date="25-
description="Calibration protocol."” name="8_peak_bead_LotAD04__110313" openBISIdentifier="/
GROUP/NAMI /8_PEAK_BEAD_LOTAD@4__110313" openBISSpaceldentifier="/PANTAZIS_GROUP" owner_name="
11Unit" relativePath="pontia/8 peak bead_LotAD@4_ 110313">
name="Lot_AD04" openBISExperimentIdentifier="/PANTAZIS_GROUP/
/8_PEAK_BEAD_LOTAD@4__110313" openBISSpaceldentifier="/PANTAZIS_GROUP">
< dataFilename="Lot_AD04_8 peak beads_001.fcs" indexSort="false" name="8 peak beads_001"
openBISExperimentIdentifier="/PANTAZIS_GROUP/NAMI/8_PEAK_BEAD_LOTAD@4__110313"
openBISSpaceIdent1f1er—"/PANTAZIS GROUP">
name="Lot_AD04_8 peak beads_001.fcs" openBISExperimentIdentifier="/PANTAZIS_GROUP/
NAMI/8_PEAK_BEAD_LOTAD®4__110313" relativeFileName="pontia/8 peak bead_LotAD@4_ 110313/
Lot_AD04_8 peak beads_001.fcs"/>
</ >
< dataFilename="Lot_AD04_8 peak beads_002.fcs" indexSort="false" name="8 peak beads_002"
openBISExperimentIdentifier="/PANTAZIS_GROUP/NAMI/8_PEAK_BEAD_LOTAD@4__110313"
openBISSpaceIdentifier—"/PANTAZIS GROUP">
name="Lot_AD04_8 peak beads_002.fcs" openBISExperimentIdentifier="/PANTAZIS_GROUP/
NAMI/8 PEAK_BEAD_LOTAD@4__110313" relativeFileName="pontia/8 peak bead_LotAD@4_ 110313/
Lot_AD04_8 peak beads_002.fcs"/>
</ >
< dataFilename="Lot_AD@4_8 peak beads_003.fcs" indexSort="false" name="8 peak beads_003"
openBISExperimentIdentifier="/PANTAZIS_GROUP/NAMI/8_PEAK_BEAD_LOTAD@4__110313"
openBISSpaceIdent1fler—"/PANTAZIS GROUP">
name="Lot_AD04_8 peak beads_003.fcs" openBISExperimentIdentifier="/PANTAZIS_GROUP/
NAMI/8_PEAK_BEAD_LOTAD®4__110313" relativeFileName="pontia/8 peak bead_LotAD@4_ 110313/
Lot_AD04_8 peak beads_003.fcs"/>
</ >
< dataFilename="Lot_AD04_8 peak beads_004.fcs" indexSort="false" name="8 peak beads_004"
openBISExperimentIdentifier="/PANTAZIS_GROUP/NAMI/8_PEAK_BEAD_LOTAD@4__110313"
openBISSpaceIdent1fler-"/PANTAZIS GROUP">
name="Lot_AD04_8 peak beads_004.fcs" openBISExperimentIdentifier="/PANTAZIS_GROUP/
NAMI/8_PEAK_BEAD_LOTAD04__110313" relativeFileName="pontia/8 peak bead_LotAD@4_ 110313/
Lot_AD04_8 peak beads_004.fcs"/>
</ >
< dataFilename="Lot_AD04_8 peak beads_005.fcs" indexSort="false" name="8 peak beads_005"
openBISExperimentIdentifier="/PANTAZIS_GROUP/NAMI/8_PEAK_BEAD_LOTAD@4__110313"
openBISSpaceIdent1f1er—“/PANTAZIS GROUP">
name="Lot_AD04_8 peak beads_005.fcs" openBISExperimentIdentifier="/PANTAZIS_GROUP/
NAMI/8_PEAK_BEAD_LOTAD04__110313" relativeFileName="pontia/8 peak bead_LotAD@4_ 110313/
Lot_AD04_8 peak beads_005.fcs"/>
</ >
< dataFilename="Lot_AD04_8 peak beads_006.fcs" indexSort="false" name="8 peak beads_006"
openBISExperimentIdentifier="/PANTAZIS_GROUP/NAMI/8_PEAK_BEAD_LOTAD®4__110313"
openBISSpaceIdent1f1er—"/PANTAZIS GROUP">
name="Lot_AD04_8 peak beads_006.fcs" openBISExperimentIdentifier="/PANTAZIS_GROUP/
NAMI/B,PEAK,BEAD,LO Do4__110313" relativeFileName="pontia/8 peak bead_LotAD@4_ 110313/

Single Cell Unit / D-BSSE

29



ETH

Eidgendssische Technische Hochschule Ziirich
Swiss Federal Institute of Technology Zurich

\/

N\
N \/

N
\

N\
/

N\

D-BSSE
Department of Biosystems
Science and Engineering

|

[«

Tuesday, June 10, 2014

Page 1 of2 || b | bl | Displaying 1-500f68 | Table: | Fiters | Settings | Refresh || Export ~
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Entity:

8 O 0 ’ >{ Experiment KYMB_090512_ ] i

€« = ﬁ' \‘j https://openbis-scu.ethz.ch/openbis/#entity=EXPERIMENT&perm|d=20130130171607865-7592 'f’ =

Browse v New v Import v Utiities v All v | Search | || @ | fi | Admin v pontia v

‘ Experiment KYMB_090512_133001171607855999 *

LSR FORTESSA»LSR FORTESSA ALTERNATIVE PROJECT » Experiment KYMB_080512_133001171607855989 [LSR_FORTESSA_EXPERIMENT] | Edit || Delete Experiment |

» Samples Data Sets History Attachments Experiment viewer
Data Sets ™ directly connected Overview v
Code Data Set Type Sample Identifier Sample Type Project Registrator N
20130130171607997-7595 LSR_FORTESSA_FCSFILE /LSR_FORTESSA/LSR P1202:LSR W1203 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171608064-7597 LSR_FORTESSA_FCSFILE /LSR FORTESSA/LSR P1202:LSR W1204 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171608133-7599 LSR_FORTESSA_FCSFILE /LSR_FORTESSA/LSR P1202:LSR W1205 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171608200-7601 LSR_FORTESSA_FCSFILE /LSR_FORTESSA/LSR P1202:LSR W1206 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171608272-7603 LSR_FORTESSA_FCSFILE /LSR_FORTESSA/LSR P1202:LSR W1207 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171608338-7605 LSR_FORTESSA_FCSFILE /LSR_FORTESSA/LSR P1202:LSR W1208 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171608405-7607 LSR_FORTESSA_FCSFILE [LSR FORTESSA/LSR P1202:LSR W1209 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171608470-7609 LSR_FORTESSA_FCSFILE /LSR FORTESSA/LSR P1202:LSR W1210 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171608537-7611 LSR_FORTESSA_FCSFILE /LSR_FORTESSA/LSR P1202:LSR W1i211 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171608603-7613 LSR_FORTESSA_FCSFILE /LSR_FORTESSA/LSR P1202:LSR W1212 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171608667-7615 LSR_FORTESSA_FCSFILE /LSR_FORTESSA/LSR P1202:LSR W1213 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171608734-7617 LSR_FORTESSA_FCSFILE /LSR _FORTESSA/LSR P1202:LSR W1214 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171608800-7619 LSR_FORTESSA_FCSFILE /LSR_FORTESSA/LSR P1202:LSR W1215 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171608871-7621 LSR_FORTESSA_FCSFILE [LSR FORTESSA/LSR P1202:LSR W1216 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171608936-7623 LSR_FORTESSA_FCSFILE /LSR _FORTESSA/LSR P1202:LSR W1217 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171609000-7625 LSR_FORTESSA_FCSFILE /LSR_FORTESSA/LSR P1202:LSR W1218 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171609069-7627 LSR_FORTESSA_FCSFILE /LSR_FORTESSA/LSR P1202:LSR W1219 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171609139-7629 LSR_FORTESSA_FCSFILE [LSR_FORTESSA/LSR P1202:LSR W1220 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171609202-7631 LSR_FORTESSA_FCSFILE /LSR_FORTESSA/LSR P1202:LSR W1221 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171609267-7633 LSR_FORTESSA_FCSFILE /LSR _FORTESSA/LSR P1202:LSR W1222 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171609336-7635 LSR_FORTESSA_FCSFILE /LSR_FORTESSA/LSR P1202:LSR W1223 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171609400-7637 LSR_FORTESSA_FCSFILE /LSR FORTESSA/LSR P1202:LSR W1224 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171609464-7639 LSR_FORTESSA_FCSFILE /LSR_FORTESSA/LSR P1202:LSR W1225 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171609531-7641 LSR_FORTESSA_FCSFILE [LSR_FORTESSA/LSR P1202:LSR W1226 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171609597-7643 LSR_FORTESSA_FCSFILE /LSR_FORTESSA/LSR P1202:LSR W1227 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171609660-7645 LSR_FORTESSA_FCSFILE /LSR _FORTESSA/LSR P1202:LSR W1228 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171609729-7647 LSR_FORTESSA_FCSFILE /LSR_FORTESSA/LSR P1202:LSR W1229 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171609795-7649 LSR_FORTESSA_FCSFILE /LSR _FORTESSA/LSR P1202:LSR W1230 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171609858-7651 LSR_FORTESSA_FCSFILE /LSR FORTESSA/LSR P1202:LSR W1231 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171609924-7653 LSR_FORTESSA_FCSFILE /LSR_FORTESSA/LSR P1202:LSR W1232 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171609990-7655 LSR_FORTESSA_FCSFILE [LSR_FORTESSA/LSR P1202:LSR W1233 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171610055-7657 LSR_FORTESSA_FCSFILE /LSR_FORTESSA/LSR P1202:LSR W1234 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171610120-7659 LSR_FORTESSA_FCSFILE /LSR_FORTESSA/LSR P1202:LSR W1235 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171610183-7661 LSR_FORTESSA_FCSFILE [LSR FORTESSA/LSR P1202:LSR W1236 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT
20130130171610300-7664 LSR_FORTESSA_FCSFILE /LSR_FORTESSA/LSR P1237:LSR W1238 LSR_FORTESSA_WELL LSR FORTESSA ALTERNATIVE PROJECT

| Delete Al || Export Data |
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Custom views

e 00 / )(Experimenl 8_PEAK_BEAD X A
€ - C M (X https://bs-lamp09.ethz.ch:8443/openbis/# ol =

Browse ~ New ~ Import ~ Utilities ~ <

1, ] Experiment 8_PEAK_BEADS_STANDARD_004_130110134936385999 *

Admin v pontia v

LSRFORTESSA » TEST » Experiment 8_PEAK_BEADS_STANDARD_004_130110134 5! LSR_FORTESSA_EXPERIMENT) Edit || Delete Experiment
p 8 004_130110134936385999 | (o] T p
Experiment Properties «|  Samples DataSets History Attachments Experiment viewer
Experiment  /LSRFORTESSA/TEST/8_PEAK_BEA
PermID 20131001134934323-498 H H H
———— [ry— Experiment tree Experiment details
Type [ Exparment oot |
VP. . ¥4] 8_peak_beads_standard_004
KEgEUEIOng SCU Staging, ETL Server = 5 Plates 8 _PEAK_BEADS_STANDARD_004_130110134936385999
Registration  2013-10-01 14:49:50 = EE 96 Well - U bottom [ Acquisition dets
€ Acquisition date
Eats + = Specimen_001
Project /LSRFORTESSA/TEST + H 96 Well - U bottom_001 2012-05-14
Experiment  8_peak_beads_standard_004 @l 96 Well - U bottom_002
name - [l 96 Well - U bottom_003
Description  Calibration experiment with 8 = Tubesets BD LSR Fortessa
peak beads. £ 2 Spocimen_001
Experiment  2012-05-14 00:00:00 +0100 BD FACSDiva Software Version 6.1.3
date
Acquisition  BD LSR Fortessa _"
hardware BDService

Acquisition  BD FACSDiva Software Version
software 6.1.3
Owner BDService Calibration experiment with 8 peak beads.

|

N

HTML
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User scratch folder

@U" . » Computer » BSSE-Fileserver (S:) » scuworking » 'l"H Search scuworking ,0]

Organize v Burn New folder == v+ [l @

X Favorites Name Date modified Type Size

Desktop & ) dst ’ 25.04.2014 15:34 File folder
2 Home ﬁ | openbis_export 20.05.2014 14:04 File folder

§ ) src 25.04.2014 15:34 File folder
| Recent Places || 'Experiments in this folder will be deleted after 30 days 30.05.2014 02:00 File

P~ AeroFS

23 Dropbox

& Downloads

4 Libraries
5| Documents
rJ7 Music
=/ Pictures
B Videos

1% Computer
& System (C:)
= Data (D)
@ BSSE-Fileserver (S:)
¥ pontia@BSSE (U:)

‘fi Network

< | m »

4 items Offline status: Online
Offline availability: Not available
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[Admin] Annotation Tool Admin

Select the acquisition station or type

o N
openBIS Importer Toolset :: Annotation Tool Admin v0.5.0 [

@ Set the openBIS URL (this is current default)

https://bs-lamp09.ethz.ch:8443/openbis v + — A v

@ Accept self-signed SSL certificates when logging in to openBIS

yes v

@ Select the acquisition station or type

Generic light microscopes v
' Generic light microscopes (LOCI bio-formats compatible)

@ Set user data directory

D:luser

@ Set Datamover incoming directory

D:\toOpenBIlSlincoming

Itis highly recommended to set both folders on the same file system.

Save Close

Tuesday, June 10, 2014 Single Cell Unit / D-BSSE
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Data viewer Metadata editor openBIS viewer
™ /pontia |/ Experiment_2 * pontia
=} {3 Experiment_1 Description PANTAZIS_GROUP
: . a341.lsm 2D, multi-channel acquisition. M = 10x, NA = 0.3. BEERENWINKEL_GROUP
= Hj Experiment_2 &@- KHAMMASH_GROUP
aaron_3Ch.nd2 IBER_GROUP
=} l aaron_Drosoph_multiple-xy_2Ch_5z.nd2 Target openBIS project + SCHROEDER _GROUP
- series_0 r 1 QGF
: series_1 |ECLAQuA T CONTRON, 28 TAY_GROUP
series_2 PARO_GROUP
series_3 MUELLER_GROUP
series_4 FUSSENEGGER _GROUP
series_5 PANKE_GROUP
H series_6 OTHER _INSTITUTES
series_7 REDDY_GROUP
| : series_8 BENENSON_GROUP

STELLING_GROUP
SCu
LSR_FORTESSA

= . Captured for 4.nd2

=B Test001.nd2
[ : . series_0

Scan ]
| Metadata viewer
>
Name Value
\ acquisitionDate 2014-01-10T00:18:07 - ‘
channelColord 0.0, 255.0, 255.0, 255.0 j
‘ channelColor1 0.0, 255.0, 0.0, 255.0 =’
| |channelColor2 255.0, 0.0, 0.0, 255.0 N
channelColor3 128.0, 0.0, 255.0, 255.0 v
channelColor4 255.0, 255.0, 255.0, 255.0
channelName0 DAPI
channelName 1 Fluorescein goat anti-mouse IgG a...
channelName2 Cy3 dye-{abeled IgG antibody/pH ... ‘
channelName3 DiR -

Invalid datasets

File or folder Issue

[ Send to openBIS ] [ Scan

28-05-2014 11:59:46: Scanning user data folder completed.

28-05-2014 11:59:55: Scanning metadata from aaron_Drosoph_multiple-xy_2Ch_5z.nd2 completed.
28-05-2014 11:59:57: Scanning metadata from Test001.nd2 completed.

28-05-2014 12:00:59: Scanning metadata from Captured for 4.nd2 completed.

<« [l
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3¢ Experiment EXPERIMENT_ X

€« C f (X b#aps//bs-lamp09.ethz.ch:8443/openbis/# =
Browse v New v Import v Utilities ~ All v [ search Q’i‘ Admin v pontia v
ﬂ Experiment EXPERIMENT_2_142605112545480999 *
MICROSCOPY » TEST_DROPBOX » Experiment EXPERIMENT_2_142605112545480999 [MICROSCOPY_EXPERIMENT] Edit || Delete Experiment
Experiment Properties « Samples DataSets History Attachments Experiment viewer
Experiment /MICROSCOPY/TEST_DROPBOX/EXPERI!
PermiD 20140526112545488-5216
] 605112545 )
Experiment MICROSCOPY_EXPERIMENT EXPE RIM ENT_2 (EXPERIMENT_2_142605112545480999)
Type -
Registrator SCU Staging. ETL Server _I
Registration  2014-05-26 12:26:19 Test colors
Date
Project /MICROSCOPY/TEST_DROPBOX
- X Y z Cc T vX [um] vY [um] VZ [um]
zﬁglment Experiment_2 1024 512 5 2 1 0.62 .62 6.1
Description Test colors.
&I Export to your folder | & Download end to HRM
Data set
aaron_Drosoph_mul _2Ch_5z.nd2 (series 9) v
Channel
Merged Channels v
¥ EGFP @ mCherry
Filter
User defined v
EGFP Rescale Reset
mCherry Rescale Reset
Resolution
Default v
Time: 0 sec (1/1) Show Buttons
Depth: 2 (3/5) Hide Buttons
u n “« » delay: 100 ms
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openBIS — new technologies

¥ () 1zPack - Installation of openBIS ————— & @& ) |

openB

Biology Information System

Technologies and Fast File Browsing

Select any technology-specific modules that should installed along with openBIS. The
selection can be altered at the next upgrade:

[] Proteomics

[ ]Screening

[ ] Mumina NGS (ETH BSSE Setup)
Flow cytometry

Microscopy

Fast data set file browsing improves the performance of browsing of data sets with
a large number of files. We recommend leaving it on for all instances, and especially
screening instances.

Fast data set file browsing

(Made with IzPack - http://izpack.org/)

@ Previous @ Next o Quit
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https://wiki-bsse.ethz.ch/display/oBIT

o S 2 b ]
8 00 #_»openBIS Importer Toolset = X

L o CH|S8 https:)/wiki—bsse.ethz.ch/display/oB[T/openBIS+ImporteHTooIseH(éBlT)

Dashboard > openBIS Impoter Toolset > openBIS Importer Toolset (0BIT) Browse v PontiAaron ~ 4 CEEEIIEEGEGED
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Abstract

The openBIS Importer Toolset is a set of tools to streamline registration of acquired data and metadata into openBIS and extend openBIS via
custom views and apps for working with data.

Quick links
« User manual

« Installation and administration quides
« Developer documentation

Description

openBIS is an extensible, open source software framework for constructing user-friendly, scalable and powerful information systems for data
and metadata acquired in biological experiments. It enables users to collect, integrate, share, publish data and to connect to data processing
pipelines.

The openBIS Importer Toolset is a tightly integrated collection of tools that allows for the semi-automated, semi-unsupervised registration of
annotated datasets into openBIS directly from the acquisition stations.
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Summary

= The openBIlS/openBIS Importer Toolset synergy aims to:

offer a powerful and scalable data and metadata management
system

streamline data registration directly from the acquisition machines
support multiple acquisition hardware classes

offer a reasonably simple way for third parties to add support for new
hardware classes
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